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Polymorphism of somatostatin gene and its 
association with growth traits in Chinese cattle
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ABSTRACT. Somatostatins play a crucial role in the regulation of 
growth and development in vertebrates, especially muscle growth. 
We assessed the association of somatostatin gene polymorphisms 
with growth traits by PCR-SSCP (polymerase chain reaction-single 
strand conformation polymorphism) and DNA sequencing methods 
in 694 individuals from six Chinese cattle breeds. A novel single 
nucleotide polymorphism, G126A, was detected, and significant 
associations were found with body length, body height, hip width, 
heart girth, and hucklebone width index. Polymorphism of the 
somatostatin gene was found to be highly associated with growth 
traits in the Qinchuan breed at various ages. Gene frequency analysis 
showed significant differences among the breeds. Individuals with 
genotype AA had significantly lower body height, body length, hip 
width, and hucklebone width values compared to AG at 1.5 years old, 
and had significantly lower hip width, body length and hucklebone 
width compared to AG at 2 years old. At 2.5 years old, populations 
with genotype AA had significantly lower body length, hip width 
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and hucklebone width than AG individuals, with the exception of 
the Luxi breed, in which two genotypes were found. The Luxi and 
Ximentaer crossbreed had the lowest frequency of the G allele, while 
the highest G allele frequencies were found in the Luxi breed.
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