Genetics and ‘Molecular Rél

Onhae Jouma_l ;

Decreased risk of developing lung cancer in
subjects carrying the CLPTM 1L rs401681 (G>A)
polymorphism: evidence from a meta-analysis

X.L. Zhang"**, X.J. Zhang'*, Y. Chen**, Y.M. Zhang?®, Q. Zhang!,
C.X. Cao!, D.Y. Gu!, J.F. Shi', Y.L. Gong!, J.F. Chen' and C.J. Tang'

"Department of Oncology, Nanjing First Hospital, Nanjing Medical University,
Nanjing, China

2Department of Oncology, Nantong Tumor Hospital, Nantong, Jiangsu, China
3Department of Oncology, Xuzhou Hospital Affiliated to Medical College of
Southeast University and Xuzhou Central Hospital, Xuzhou, China

“Medical School of Southeast University, Nanjing, China

*These authors contributed equally to this study.
Corresponding authors: J.F. Chen / C.J. Tang
E-mail: jinfeichen@sohu.com / tangcuiju@tom.com

Genet. Mol. Res. 13 (1): 1373-1382 (2014)
Received January 16, 2013

Accepted July 20,2013

Published February 28, 2014

DOI http://dx.doi.org/10.4238/2014.February.28.10

ABSTRACT. A genome-wide association study revealed that a single
nucleotide polymorphism, CLPTMIL - rs401681 (G>A), located at the
5p15.33 locus was significantly associated with increased risk of various
cancers; however, itsassociation with lung canceris currently inconclusive.
In order to explore the relationship between this polymorphism and lung
cancer risk more precisely, we performed a meta-analysis of eight eligible
studies involving 9935 cases and 11,261 controls. The pooled odds ratio
(OR) and the 95% confidence interval (CI) were calculated using a fixed-
or random-effect models. Results indicated that this polymorphism was
significantly associated with lung cancer risk in all genetic models (GA
vs GG: OR = 0.88, 95%CI = 0.83-0.94; 44 vs GG: OR = 0.81, 95%CI =
0.70-0.93; A4/GA vs GG: OR =0.86, 95%CI = 0.81-0.91; 44 vs GA/GG:
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OR = 0.86, 95%CI = 0.76-0.99). An analysis stratified by ethnicity and
source of controls revealed a significantly decreased risk among European
groups and population-based studies in all genetic models, and among
Asian populations only in the dominant model comparison. Additionally,
in a subgroup analysis by histology type, the CLPTMIL rs401681
polymorphism was found to significantly decrease the risks of both
adenocarcinoma and squamous cell carcinoma of the lung in all genetic
models. In conclusion, our study indicated that the CLPTMIL - rs401681
(G>A) polymorphism was significantly associated with decreased lung
cancer risk, especially among European populations. Due to some minor
limitations, our findings should be confirmed in further studies.
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