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Detection of genetically modified maize and 
soybean in feed samples
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ABSTRACT. Despite the controversy about genetically modified (GM) 
plants, they are still incrementally cultivated. In recent years, many 
food and feed products produced by genetic engineering technology 
have appeared on store shelves. Controlling the production and legal 
presentation of GM crops are very important for the environment and 
human health, especially in terms of long-term consumption. In this 
study, 11 kinds of feed obtained from different regions of Turkey were 
used for genetic analysis based on foreign gene determination. All 
samples were screened by conventional polymerase chain reaction (PCR) 
technique for widely used genetic elements; cauliflower mosaic virus 
35S promoter (CaMV35S promoter), and nopaline synthase terminator 
(T-NOS) sequences for GM plants. After determination of GM plant-
containing samples, nested PCR and conventional PCR analysis were 
performed to find out whether the samples contained Bt176 or GTS-
40-3-2 for maize and soy, respectively. As a result of PCR-based GM 
plant analysis, all samples were found to be transgenic. Both 35S- and 
NOS-containing feed samples or potentially Bt176-containing samples, 
in other words, were analyzed with Bt176 insect resistant cryIAb gene-
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specific primers via nested PCR. Eventually, none of them were found 
Bt176-positive. On the other hand, when we applied conventional 
PCR to the same samples with the herbicide resistance CTP4-EPSPS 
construct-specific primers for transgenic soy variety GTS-40-3-2, we 
found that all samples were positive for GTS-40-3-2.
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