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ABSTRACT. The resistance of wild Vitis germplasm, including 
Chinese and American wild Vitis and Vitis vinifera cultivars, to 
powdery mildew (Uncinula necator Burr.) was evaluated for two 
consecutive years under natural conditions. Most of the Chinese and 
North American species displayed a resistant phenotype, whereas 
all of the European species were highly susceptible. The Alachua 
and Conquistador accessions of Vitis rotundifolia species, which 
originated in North America, were immune to the disease, while 
Baihe-35-1, one of the accessions of Vitis pseudoreticulata, showed 
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the strongest resistance among all Chinese accessions evaluated. Three 
rapid amplified polymorphic DNA (RAPD) markers, OPW02-1756, 
OPO11-964, and OPY13-661, were obtained after screening 520 
random primers among various germplasm, and these markers were 
found to be associated with powdery mildew resistance in Baihe-35-1 
and in some Chinese species, but not in any European species. Analysis 
of F1 and F2 progenies of a cross between resistant Baihe-35-1 and 
susceptible Carignane (V. vinifera) revealed that the three RAPD 
markers were linked to the powdery resistant trait in Baihe-35-1 
plants. Potential applications of the identified RAPD markers for gene 
mapping, marker-assisted selection, and breeding were investigated in 
168 F2 progenies of the same cross. Characterization of the resistant 
phenotype of the selected F2 seedlings for breeding a new disease-
resistant grape cultivar is in progress. 
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