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Isolation and expression studies of the ERD15 
gene involved in drought-stressed responses
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ABSTRACT. The early response to the dehydration 15 (ERD15) gene 
is widely involved in the processes of signal transduction, programmed 
cell death, gene transcription, and stress tolerance in plants. In a previous 
study, the ERD15 gene was shown to be an important regulator of the 
abscisic acid response and salicylic acid-dependent defense pathway, 
acting as an important negative regulator of abscisic acid. The complete 
IbERD15 gene (accession No. KF723428) was isolated by reverse 
transcription-polymerase chain reaction. The IbERD15 gene contains 
an open reading frame of 504 bp, encodes a peptide of 167 amino acids, 
and has a molecular mass of 18.725 kDa. The transcript levels of the 
IbERD15 gene in a variety of tissues were examined by digital gene 
expression profiling. The roots of the sweet potato were treated by 3 
degrees of polyethylene glycol, and the results indicate that the IbERD15 
gene might play an important role in the defense response to drought 
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stress. Moreover, the IbERD15 gene was successfully transformed into 
yeast cells for analysis of drought tolerance in transgenic yeast.
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