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ABSTRACT. We investigated the role of 7 single nucleotide poly-
morphisms in the carbonic anhydrase (CA) VI gene (rs2274328, 
rs17032907, rs11576766, rs2274333, rs10864376, rs3765964, and 
rs6680186) and the possible association between these polymorphisms 
and dental caries susceptibility in a Northwestern Chinese population. 
We collected samples from 164 high caries experience and 191 very 
low caries experience and conducted a case-control study according to 
the number of decayed, missing, and filled teeth index and genotyped 
the 7 polymorphisms using a 384-well plate format with the Seque-
nom MassARRAY platform. Individuals carrying the rs17032907 TT 
genotype were more likely to have an increased risk of dental caries 
compared with carriers of the C/C genotype in the co-dominant model, 
with an odds ratio (95% confidence interval) of 2.144 (1.096-4.195). 
We also found that the haplotype (ACA) (rs2274328, rs17032907 and 
rs11576766) was associated with a low number of decayed, missing, 
and filled teeth index with an odds ratio (95% confidence interval) of 
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0.635 (0.440-0.918). However, we found no association between den-
tal caries susceptibility and the rs2274328, rs11576766, rs2274333, 
rs10864376, rs3765964, and rs6680186 polymorphisms and other hap-
lotypes. The rs17032907 genetic variant and the haplotype (ACA) of 
CA VI may be associated with dental caries susceptibility. 
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