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ABSTRACT. Phyla scaberrima (Verbenaceae) is a herbaceous peren-
nial species that is distributed from Mexico (center of origin) to Colom-
bia, growing in forest and swamp edges or grasslands from sea level up 
to an altitude of 1800 m. The chemical properties and uses in popular 
medicine have drastically affected the population size of this species. 
In this study, we investigated genetic variability in populations of P. 
scaberrima using AFLP markers. Three AFLP primer combinations 
rendered a total of 997 markers in a sample of 131 individuals from five 
populations, including two populations from Mexico and three from 
Colombia. The average percentage of polymorphic loci, gene diversity 
and Shannon-Wiener index were 46.62, 0.0695, and 0.119, respectively. 
Analysis of molecular variance showed that the distribution of the ge-
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netic variability within populations (85.41%) was higher than between 
groups (8.11%) and between populations (6.48%). Principal coordinate 
analysis and Bayesian analysis for the K number of clusters showed 
that the individuals were dispersed in five (K= 5) clusters. The low lev-
els of genetic diversity observed in these populations demonstrated that 
the populations from Mexico and Colombia need urgent management 
to recover their genetic variability.
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