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ABSTRACT. We investigated the possible correlations between 
N-acetyltransferase-2 (NAT2) gene polymorphisms and the risk of coronary 
heart disease (CHD). CHD patients (113) and healthy controls (118) were 
enrolled from the First People’s Hospital of Yuhang between January 2013 
and June 2014. The patients were divided into mild CHD (N = 72) and 
severe CHD (N = 41) subgroups. DNA samples were extracted and the 
distributions of NAT2 polymorphisms were examined by polymerase chain 
reaction-restriction fragment length polymorphism (PCR-RFLP). Clinical 
characteristic indexes of severe CHD patients were also examined for 
relevant statistical analysis. WT, M1, M2, and M3 alleles were observed in 
both case and control groups. PCR-RFLP identified a wild-type homozygote, 
WT/WT; a mutant heterozygote, WT/Mx; and a mutant homozygote, Mx/Mx 
(x = 1, 2, and 3) variant of the NAT2 genotype. Mx/Mx differed significantly 
between case and control groups (P < 0.05); the frequencies of all four 
alleles did not differ significantly between case and control groups (P 
> 0.05). Slow acetylator genotype frequencies were notably higher in 
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the case group than in the control group (P < 0.05). Individuals with the 
slow acetylator genotype were at 1.97-times higher risk of CHD and also 
displayed higher triglyceride and lower high-density lipoprotein cholesterol 
levels than those with the rapid acetylator genotype (P < 0.05). Therefore, 
the NAT2 polymorphism was believed to be associated with increased risk 
of CHD, with the NAT2 slow acetylator genotype serving as a risk factor for 
severe CHD in a Chinese population.
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