Bayesian approach increases accuracy when
selecting cowpea genotypes with high
adaptability and phenotypic stability
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ABSTRACT. This study aimed to verify that a Bayesian approach could be
used for the selection of upright cowpea genotypes with high adaptability
and phenotypic stability, and the study also evaluated the efficiency of using
informative and minimally informative a priori distributions. Six trials were
conducted in randomized blocks, and the grain yield of 17 upright cowpea
genotypes was assessed. To represent the minimally informative a priori
distributions, a probability distribution with high variance was used, and a
meta-analysis concept was adopted to represent the informative a priori
distributions. Bayes factors were used to conduct comparisons between
the a priori distributions. The Bayesian approach was effective for selection
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of upright cowpea genotypes with high adaptability and phenotypic stability
using the Eberhart and Russell method. Bayes factors indicated that the
use of informative a priori distributions provided more accurate results than
minimally informative a priori distributions.
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