
Genetics and Molecular Research 15 (4): gmr15048702

Characterization of novel expressed sequence 
tag-simple sequence repeat markers 
and analysis of genetic diversity in four 
geographic populations of Thais luteostoma

W. Li1, H.F. Jiao2, Z.H. Lin1 and Y.B. Bao1

1Zhejiang Key Laboratory of Aquatic Germplasm Resources, 
Zhejiang Wanli University, Ningbo, China
2Ningbo Institute of Marine and Fishery, Ningbo, China

Corresponding author: Y.B. Bao
E-mail: bobbao2001@gmail.com

Genet. Mol. Res. 15 (4): gmr15048702
Received April 8, 2016
Accepted August 9, 2016
Published October 24, 2016
DOI http://dx.doi.org/10.4238/gmr15048702

Copyright © 2016 The Authors. This is an open-access article distributed under the terms of 
the Creative Commons Attribution ShareAlike (CC BY-SA) 4.0 License.

ABSTRACT. In this study, the genetic diversity in four geographic 
populations (Yushan Island, Zhoushan, Wenzhou, and Xiamen) of Thais 
luteostoma was analyzed using 21 microsatellite loci. The results of this 
study showed that the alleles obtained from different populations ranged 
from 2 to 8. The average number of alleles and effective alleles were 
4.59 and 3.16, respectively. The observed heterozygosity and expected 
heterozygosity values were in the range 0.338-0.372 and 0.452-
0.495, respectively. The polymorphism information content ranged 
from 0.273 to 0.785. We observed a high level of genetic diversity at 
9 of the 21 microsatellite markers in these populations. The genetic 
differentiation indices of the four geographic populations ranged from 
0.0312 to 0.0565, showing a medium level of genetic differentiation. 
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The genetic distances among populations ranged from 0.158 to 0.465. 
The UPGMA tree indicated that the Yushan Island and Zhoushan 
populations clustered first, and these subsequently clustered with the 
Wenzhou and Xiamen populations, indicating that the Xiamen shellfish 
population was least related to the other populations. The information 
regarding the shellfish population structure obtained in this study would 
facilitate the genetic breeding and conservation of T. luteostoma.
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